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Abstract

We present a probabilistic framework for correspondence
and egomotion. First, we suggest computing probability
distributions of correspondence. This has the advantage
of being robust to points subject to the aperture effect and
repetitive structure, while giving up no information at fea-
ture points. Additionally, correspondence probability dis-
tributions can be computed for every point in the scene.
Next, we generate a probability distribution over the mo-
tions, from these correspondence probability distributions,
through a probabilistic notion of the epipolar constraint.
Finding the maximum in this distribution is shown to be a
generalization of least-squared epipolar minimization. e
will show that because our technique allows so much corre-
spondence information to be extracted, more accurate ego-
motion estimation is possible.

1. Introduction

straint, which explicitly takes into account the uncertgin

the correspondences. Instead of giving an exact mathemati-
cal constraint on the motions, the generalized versionsgive
a soft constraint, reflecting the ambiguities in the coroesp
dence. We will show that this constraint is a natural gener-
alization of previous work. Namely, if correspondences are
known (with some finite precision) the most likely motion
for our constraint corresponds exactly to the motion giving
the minimum least-squares epipolar error.

We will observe two major advantages to this approach.
First, motion can be found despite scenes which are difficult
to match, because of repetitive structure, etc. Second, be-
cause a very large number of correspondence distributions
are available the motion can be estimated more accurately.
The abundance of correspondence information reduces the
translation-rotation ambiguity.

1.1. Related Work

In general, high-level information is necessary to estamat

It can easily be shown that, mathematically, a small num- correspondences. As such, it is likely that correspondence
ber of corresponding points can be solved, by way of the cannot be reliably estimated from low-level measurements
epipolar constraint, to find the exact egomotion. Yet, af- [12]. Commonly, many possible correspondences are com-
ter decades of research no completely satisfactory ahgorit ~ puted, and a robust algorithm such as RANSAC [6] is used
exists to do this. The current state-of-the-art algoritfiss ~ to search for a set of mutually coherent matches. A less
match points between the images, then essentially try to findcommon approach is to represent the ambiguity in corre-
the largest subset of these correspondences yielding a corspondence more explicitly. Clocksin [2] estimates tradi-
sistent motion. We propose that, instead of matching points tional flow vectors at each point, by first estimating flow
while acknowledging that many of the computed matches probability distributions, and then combining this infam
will be incorrect, it would be better to compute a structure tion through using spatiotemporal support regions. Simon-
which can be found reliably, for every point. We propose celli et al. [17] create probability distributions over the op-
such a structure iprobability distributions of correspon- tical flow by assuming image gradients are corrupted by a
dence. Given a point, to find such a distribution is a well- Gaussian noise model. These distributions is then used to
posed problem. We suggest that this generalization resultsstimate traditional optical flow vectors. Rosenberg and
in much less correspondence information being given up. Werman [16] use full, nonparametric probability distribu-
First, a correspondence distribution may be computed fortions of correspondence for object tracking.
any point in the scene, regardless of if it is a 'feature pgoint Our method to compute correspondence probability dis-
Second, the probability distribution can reflect exactlyatvh  tributions uses the phase of tuned Gabor filters. We use the
low-level information gives about the correspondenceneve efficient Gabor filter implementation of Nestares et al. [13]
if that is a single "peak” at the correct point. Stereo disparity [7] and optical flow [8] algorithms often
As an example of the use of such correspondence distrib-use phase to guide the correspondence problem.
utions, we develop a generalized notion of the epipolar con- Egomotion and Structure from Motion are among the
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most heavily researched areas of computer vision research,
and rather than attempting to summarize all references, the
reader is referred to a survey [14] and to more general re-
cent books [9] [4]. Wexler et al. [1] present a method
which aggregates information over multiple image pairs to
learn the epipolar geometry. Dellaert et al. [3] present (a)
an algorithm which iteratively computes probabilities ove

both correspondence and motion through the Expectation-
Maximization framework. Figure 1: In different situations, different informatios i
available about correspondence.

(©)

The approach most similar to the one here is by Maka-
diaet al. [11]. There, the authors use traditional feature
points, but rather thar_l committing to an explicit ma.tching, 2.2. Correspondence Distributions
they search for a motion such that each feature point has a e
compatible point in the other image satisfying the epipolar How, thenl)can correspondence prqbablllty distributioms b
constraint. Their approach can be phrased probabilistical CQmP“t?d- Our focus in this paper is on t!sage of these
The principal difference with the current work is that we distributions, but we give the following simple approach
extract correspondence information for all points in the jm US€d in our experiments. It is very likely that it can be im-
age, with out use of a feature detector. This means both thaP"0ved with further research. The large literature on point
additional correspondence information is available, it t  Matching is non-trivial to apply to the probabilistic cage b
it is not necessary for the same point to be reliably detectedc@Use the usual goal is only to find thest likely corre-
as a feature. This drastically increased amount of corre-SPonding point. We need a quantitative measure of the refa-

spondence information results in major increases in accu-tve likelihood of all points. _ _
racy and robustness. Our method uses Gabor filters tuned to different orien-

tations and scales. It exploits the fact that for a given fil-
ter, matching points will have matching phase. (We do not
use the amplitude of the filter response- we note tangen-

2. Cor respondence tially that this gives the technique a high degree of contras
invariance.) Since we are computing correspondence prob-
2.1. Ambiguitiesin Correspondence abilities over a quantized grid, the phase will not exactly

match. For the filter with orientatiom and scald, denote
There are 3 conditions affecting correspondence, regultin th€ phase by, .. Given this single filter, we take the prob-
in it being hard to estimate: the aperture effect, repetitiv 2Pility thats matches most closely to be proportional to
structure, and the finite resolution of images. The aperture®XP(— [ (s) — é1.4(4)]7) + 1. Here[0] denotes the prin-
effectis illustrated in Fig. 1 (a). Suppose correspondésice CiPal angle off, given by adding multiples dir so that it
sought for the marked point. Clearly, this is impossible- it 1S in the rangé—m, 7). Thus, when all filters are combined,
can only be constrained to lie along the edge in the other im-We have
age. Repetitive structure, meanwhile, is seen in Fig. 1 (b).
Again, the correspondence cannot be found- instead the im- ) )
ages constrain the correspondence to a set of disjointoint ps(q) H(QXP(_[@W(S) — b (@) +1) (1)
Generally, feature based techniques will ultimately rejec by

both of the above points, either because they will not be e constant of 1 increases robustness to noise by limit-

detected as feature points, or because the matching procesgg the influence of any single filter. Notice that because the

will not have a single, "outlying’ corresponding point. I Gapor filter responses are not fully orthogonal, the assump-
Fig. 1 (c), the correspondence would seem to be unambigusjon, of independence used to combine them here is only ap-

ous. Even here, however, it is important to realize that the ,oimate. In our implementation, we found it convenient
correspondence is only known with a finite precision, due to use a thresholdi, where if the probability of a cer-
to the resolution of the images. tain correspondence was belpw;,,, it was set to zero, and

Of course in realistic images, most points will not fall removed from further consideration. Correspondence dis-
cleanly into one of the three categories above. For a giventributions are illustrated in Figs. 2 and 3 . Parts (c)-(pwh
point, certain correspondences will be likely, others un- the probability that the point marked in (a) corresponds to
likely, and others virtually impossible. By computing a each possible location in (b). Probabilities are encoded as
probability distribution, whatever ambiguity happens &0 b color. It can be seen that the large scale Gabor filters (i.e.
at hand can be represented. (c)) provide different distributions that the small scalefs
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@ (b)

Figure 3: Several example correspondence probability dis-
tributions. The left column shows the first image, the mid-
dle shows the second image, and the right column shows the
probability over each pointin the second image.

ps(q) oc max ps(§) exp(—lq - qI*) + « )

Later in the paper, we will show that using this results in
the most likely motion under our framework being exactly
the motion with the least-squares epipolar error, in the cas
of known correspondences.

Figure 2: The computation of a correspondence distribu-  To reflect the possibility that the phase information is
tion. (a) first image. (b) second image, over which corre- unreliable, we add a constant af This happens for ex-
spondence is being considered. (c)-(i) distributions fa-s ~ @mple, if the point corresponding towere independently
cific, decreasing scales, each with all orientations. (Jl)- ( moving, or were to become occluded in the second image.

distribution considering all previous scales. (j) finaltdis Notice that adding this constant is equivalentto takingra ce
ution. tain probability that the image information is unreliabite,

which case a flat distribution is appropriate.
Since a filter with a given scale and orientation is as-
(i.e. (i)). Nevertheless, it is shown in the right columnttha Sumed to match with the same filter in the second image,

the combination of all filters leads to an excellent distribu this method is only appropriate for situations with limited
tion. rotation or scale change.

M 0

A further problem exists in the finite resolution of im- i . .
ages. Even in the best possible situation- correspondencg- The Probabilistic Eplpolar Con-
for a 'corner’, for example- the matching points will not straint
be exactly known. We deal with this in a simple way. Af-
ter finding the probability that a pointcorresponds most  Supposing that the correspondences have been computed,
closely to somepixel ¢, we take the probability that it cor- what do they tell us about the motion? We would like
responds to some arbitrary poipi{not necessarily having to generalize the epipolar constraint to operate on proba-
integer coordinates) by: bility distributions of correspondence. Our constraint on
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the motion from one correspondence distribution is the fol- 4.1. Optimization
lowing: the probability of a motion is proportional to the
maximum probability correspondence satisfying the epipo-
lar constraint for that motion.

So, if we are considering the correspondence of a point;
s, andF is the essential matrix we have

Given a single motion,E, its probability can be very
quickly computed. Still, because there are 5 degrees of
freedom, computing a full motion probability distribution
is problematic- computational considerations demand such
a coarse sampling of each dimension that the entire peak of
the distribution may be missed. In our experiments, we will
ps(B) o daT B o Pe(0) () maximize the motion function through a simple heuristic
optimization. First, random sampling ¢n the sphere with
|t| = 1, w suchthatw| < .1) is used at approximately 2500
points. The probabilities are then computed for each point,
taking £ = [t|]xR(w). Next, the Nelder-Mead simplex
search method is used at the 100 highest scoring samples.
The final maximum probability sample found is taken as the
result. In practice, we found that several of the 100 searche

; resulted in very close answers, suggesting that missing the
4. Egomotlon global maximum altogether is unlikely. This is consistent
The probability of a motion is given by combining the in- With results reported elsewhere for Egomotion techniques
formation given by all points: using nonlinear functions [15] [18] suggesting there wél b
several (but only several) local minima. Although this is in
a sense a brute-force maximization, in practice the slowest

We can think of the traditional epipolar constraint as
specifyingp;(§) as 1 for the known correspondence, and
0 otherwise. We will show in the discussion that this, along
with the Gaussian distribution about each point from the
previous section is equivalent to least-squares epipdlar m
imization.

) o H ps(E)) = H e ps(@))  (4) part of our technique is often the computation of the corre-
' spondence distributions.
Substituting the expression fag(¢) (Egn. 2), we ob- Our implementation for the full algorithm, taking images
tain: as input, and yielding egomotion as output, is available on

the authors website.

p(E) ‘XH(q quﬂgZ{ Omgxl)e( )exp( |q—(j|2|)+oz) 5) 5 Expe”ments

s

Hence, 5.1. Synthetic Images

As a first test of the technique, we prepared a synthetic
12 3D model using the POV-ray software. This model was
) o H X g ps(@) exp(=lg—q*) +) (6) quite difficult, containing a great deal of repetitive sture.
We rendered two sequences using this model- the first with
Notice that in this expression, we do not need to explic- a translation along the y-axis, while the second sequence
itly find the pointq. We need only the minimum distance represents a translation along the z-axis. Each sequence
from ¢ of any point from the linefss. We can therefore  contained a small rotation. These motions were selected
write the above expression in the final form, in which it is pecause the literature suggests that the rotation-ttiorsla
computed as: ambiguity depends on the direction of translation but not
the rotation [5] [18].
@) For each of these sequences we generated 10,000 cor-
respondence probability distributions. For various sizes
we generated 50 random subsets of correspondences, and

) x H max ps(q) exp(— (qu(E7S))2) +a)

~ wherel(p ;) is the lineFs, normalized such that'/ 1 ran the algorithm was then run on each subset. Due to
is the perpendicular distance frorro the line£'s on the  the computationally demanding nature of this experiment,
image plane: only 25 searches were used in the second half of the mo-
tion optimization procedure. In Fig. 5, we plot the mean
FEs . . .
lig,s) = (8) errors for each size, using the know ground truth motion,
(E1s)? + (Fas)? to,wo. The egomotion estimates continued to improve with

We denote theth row of £ by E;. In all experiments  more matches. For a rigorous comparison, we used the
using this probabilistic frameworky = 1/160 was used.  well known SIFT features [10] to provide matches. These
Our experiments suggest that the exact choiceisfunim- matches were then manually filtered to provide a set of cor-
portant. rect matches. One frame is shown in Fig. 4 with the inlying
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features marked. The algorithm was run on 50 random sub-

sets of these matches for each size, with 0. (Again, this i
is equivalent to least-squares epipolar minimization. See 5 10’ w0 10
Section 6.1.) Though the SIFT features performed remark- Correspondence Distributions

ably well, generating a large number of correct matches, the

probabilistic approach is able to attain similar or lower er g 16 5. Errors for the synthetic sequences, with vari-
rors. This is despite the fact that the probabilistic apphoa ous number of correspondences or correspondence distri-

is fully automatic. _ ) butions. Top: translation along y-axis. Bottom: Translati
For another way of looking at these same results, Fig. 6along z-axis

shows all 10 possible projections, for the algorithm run on

the z-translation sequence, with 64 correspondence proba-

bility distributions. The projection of, vs. w, shows the

rotation-translation ambiguity- a change in the transtati

can be compensated with a change in the rotation to yield

a motion similarly consistent with the correspondence in-

formation. In Fig. 7 we see the samgvs. w, projection dence information is increased the solutions all converge t

for several numbers of correspondences. We can observa very small area.

that with a small amount of correspondence information,

repetitive structure may result in a very wrong motion es-

timate. As the amount of correspondence information is  For a slightly different type of experiment, 9 shows

increased this behavior disappears completely, but the egoepipolar lines and projected solutions for a wide-baseline

motion estimate continues to improve, essentially becausendoor sequence. Whereas previous experiments used a lo-

the translation-rotation ambiguity continues to decrease  cal search region to create correspondence distributioas,
wide-baseline nature of this sequence demands that search

5.2. Real Images is done over the entire images. Note that the time com-

plexity to create these distributions will then &€ - V),

where M is the number of distributions created, aivdis

%he number of pixels in the image. As in other experiments,

distributions are taken for points randomly distribute@ov

the entire image.

Figure 8 shows epipolar lines and the projected solutions

was chosen for their difficulty- a great deal of repetitive
structure is present. Notice that as the amount of correspon
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Figure 6: All 10 projections of the solutions found for thenlyetic sequence with translation along the z-axis, with 64
correspondence distributions.
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Figure 8: Results for a real sequence. Top: Epipolar linesdousing all 10,000 correspondence distributions. Battom
projected solutions using various numbers of distribigion
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Figure 9: Results for a real sequence. Top: Epipolar linesdaousing all 10,000 correspondence distributions. Battom
projected solutions using various numbers of distribigion

6. Discussion

. o
6.1. Equivalence to Least-Squares Epipolar E= argmé‘xg (@ lp.s) (12)
Minimization '
Hence,

We have mentioned several times that our approach reduces
to least-squares epipolar minimization in the case of known E = argmin Z((LTZ(E s))2 (13)
correspondences. We will show this now. Suppose we have B '

a set of manually selected matchgs— ¢;. Thus, for each
s;, we will havepy, () = 1 for ¢;, and 0 otherwise. Further-
more, because of the known correspondencshould be
set to zero. If£ is the most likely motion under the proba-
bilistic framework, then:

Si

This is the exact expression for the motion minimizing
the least-squares epipolar error. In this way, our appr&ach
a natural generalization of previous work.

6.2. Alternatives

E:argmng _max Ps;(q) 9) The reader may object to several seemingly arbitrary
5, 4 Fei=0 choices made in our approach. When we take the Gaussian
Now, sincep,, (q) o« maxg ps, (§) exp(—|g — 4|2) = distribution abolut (::‘ach point Eq. 2, why wasnax cho-
exp(—|q — 4i|?), sen over all pointg, rather than a sum? Similarly, when

we state our probabilistic notion of the epipolar constrain
N in Egq. 3, why is the probability of the motiof taken to
E = arg mgXH _fpax exp(—|¢—dl*)  (10)  pe proportional to the maximum probability poiptrather
s PO than an integral over all poinig? We are sympathetic to
Now using the same notation fé ) introduced ear- this view. Indeed, suppose we take these two alternatives,
lier, we have namely:

E = arg mngexp(—((jfl(E,si))Q) (12) ps(q) o Z ps(@) exp(—|g — GI) (14)
Si ‘j
Since the argument maximizing the quantity on the right
will also maximize its logarithm, we have ps(E) ox fé}ps(q) (15)
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whereQ = {q : ¢ Es = 0}. Briefly, we can then write:

pu(E) 7{2 S s exp(-lo—i)  (@9)

pu(E) Y 5.(0) 7{) exp(—lg— ) @7

Now, denote the point of's closest toj by ¢ui,. We
can see that the lines joiniggo ¢,in andqy;, to ¢ must be
perpendicular. This implieg — 4> = |¢ — gumin|? + |¢min —
4|%, and therefore:

ps(E) o Zps(c})7{2eXp(—lq—qmmIQ)eXp(—lqmin—éF)
q 18)

pu(E) o 3 pu(@) expl(—(d" 15,0 ]i exp(—|g—gmin[?)
' (19)

However, since the integral on the right will be the same

for any E, we can write:

ps(E) o Zps@ exp(—(q"Tl(z,5)%)  (20)

So, simply by changing theax in Eg. 7 to a sum, these

8

more principled algorithms exist to explore probabilities
the space of motions.
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